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I | NIAID Resource Center for
B[ | Biodefense Proteomics Research

searcH 'Wvivewr D s1TE

|Hur|1e About HNews X Eventz Meetings Resources Site Map Feedback

Welcorme

he Mational Institute of Allergy and Infectious Diseaszes (NIAID) sponsors this Website to support MIAID-funded
Proteornics Research Centers (PRCs) in their mizsion to provide the scentific community with newly discovered
protecmic information about MIAID's Category A-C biodefensze arganisms, It is anticipated that the PRCz will
discover potential targets for the next generation of vaccines, therapeutics and diagnostics,

Fesource Center Biodefense Proteomics Catalog

The Biodefense Protecrnics Catalog is a searchable directory of data and reagent information generated by
the Protecmics Research Centers and available to the rezearch community, A zearch vields information about
organism studies, experirmental data, research protocolz, research reagents, identified proteins, publications

and proteornes, It includes visualization and analvsis tools,

FPleaze szelect from a list of existing data and reagents:

Crata Reagents
|Se|eu:t an Organism j selecta Reagent j Go |
and

|Se|eu:ta‘v’iew j Gul

The catalog will be continually populated through the life of the Protecmics Prograrn [2009), Pleasze view the
Surnmary page for more infarmation. Do you have a question, comment ar suggestion? Pleasze provide vour

feedback here, . .
%% %

HIGHLIGHTS/ WHAT'S MEW

Data frorm MIAID Proteornics
Fesearch Centers available NOW!

Mark the Date! NIAID Biodefense
Protecrnics Research Centers

Fourth Prograrmrnatic Meesting

Mew anthrasx mickoarray datazets

frorm the University of Michigan are

now available,
Maore,.,
QUICK LIMKS

Biodefense Proteornics Catalog

Master Protein Directory

Proteornics Data Center

LCETH ACCESSIBILITY PRIVACY STATEMENT SITE HELP COMTACT TMFO

MIATD MIH CHHE
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Protein Array
LC
Immunoaffinity
Y2H

MS

MSIMS

NMR

X-Ray Crystal

Cryoelectron
Microscopy

Sources Types

Phase 1

Individual Dataset
Modeling

Disparate
Data

Multiple
Schemas

L L

Data Modeling 1 /&. *

Conversion to Standard Formats

QA Qc *
(G8( ;8 0O
Relational
Database
* 3 &
% 8

Phase 2 Phase 3
Consolidation into Development

Schemas

Analysis
[ Pipeline )
e __procates _ 0& 5 &&
implemented Logical Layer with _ . 1
as key —value Views for the User y

pairs, highly
decomposed Physical Layer Testistage /
Partially Processed Data
Data Enhanced with Knowledge
Production

Interface Improvement
Curated/Annotated Data
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